SEQUENCE LISTING 



<110> PFIZER PRODUCT INC 

<120> ADAMTS POLYPEPTIDES, NUCLEIC ACIDS ENCODING THEM, AND 
USES THEREOF 

<130> PC10873B 

<140> 
<141> 

<160> 9 

<170> Patentln Ver. 2.1 

<210> 1 
<211> 3776 
<212> DNA 

<213> nucleotide/human 
<400> 1 

cacgcgtccg acggcgcgga ggccccgggc gcggcgcagg agcccggtga tgctgcgaag 60 

gctgtgaaca ggggaggcgg cactgtgggg gctgccggca gccggggctg gggagagaca 120 

tgtggacacg tggcctctat ggctcccgcc tgccagatcc tccgctgggc cctcgccctg 180 

gggctgggcc tcatgttcga ggtcacgcac gccttccggt ctcaagatga gttcctgtcc 240 

agtctggaga gctatgagat cgccttcccc acccgcgtgg accacaacgg ggcactgctg 300 

gccttctcgc cacctcctcc ccggaggcag cgccgcggca cgggggccac agccgagtcc 360 

cgcctcttct acaaagtggc ctcgcccagc acccacttcc tgctgaacct gacccgcagc 420 

tcccgtctac tggcagggca cgtctccgtg gagtactgga cacgggaggg cctggcctgg 480 

cagagggcgg cccggcccca ctgcctctac gctggtcacc tgcagggcca ggccagcacc 54 0 

tcccatgtgg ccatcagcac ctgtggaggc ctgcacggcc tgatcgtggc agacgaggaa 600 

gagtacctga ttgagcccct gcacggtggg cccaagggtt ctcggagccc ggaggaaagt 660 

ggaccacatg tggtgtacaa gcgttcctct ctgcgtcacc cccacctgga cacagcctgt 720 

ggagtgagag atgagaaacc gtggaaaggg cggccatggt ggctgcggac cttgaagcca 780 

ccgcctgcca ggcccctggg gaatgaaaca gagcgtggcc agccaggcct gaagcgatcg 840 

gtcagccgag agcgctacgt ggagaccctg gtggtggctg acaagatgat ggtggcctat 900 

cacgggcgcc gggatgtgga gcagtatgtc ctggccatca tgaacattgt tgccaaactt 960 

ttccaggact cgagtctggg aagcaccgtt aacatcctcg taactcgcct catcctgctc 1020 

acggaggacc agcccactct ggagatcacc caccatgccg ggaagtccct ggacagcttc 1080 

tgtaagtggc agaaatccat cgtgaaccac agcggccatg gcaatgccat tccagagaac 1140 

ggtgtggcta accatgacac agcagtgctc atcacacgct atgacatctg catctacaag 1200 

aacaaaccct gcggcacact aggcctggcc ccggtgggcg gaatgtgtga gcgcgagaga 12 60 

agctgcagcg tcaatgagga cattggcctg gccacagcgt tcaccattgc ccacgagatc 1320 

gggcacacat tcggcatgaa ccatgacggc gtgggaaaca gctgtggggc ccgtggtcag 1380 

gacccagcca agctcatggc tgcccacatt accatgaaga ccaacccatt cgtgtggtca 1440 

tcctgcagcc gtgactacat caccagcttt ctagactcgg gcctggggct ctgcctgaac 1500 

aaccggcccc ccagacagga ctttgtgtac ccgacagtgg caccgggcca agcctacgat 1560 

gcagatgagc aatgccgctt tcagcatgga gtcaaatcgc gtcagtgtaa atacggggag 1620 

gtctgcagcg agctgtggtg tctgagcaag agcaaccggt gcatcaccaa cagcatcccg 1680 

gccgccgagg gcacgctgtg ccagacgcac accatcgaca aggggtggtg ctacaaacgg 1740 

gtctgtgtcc cctttgggtc gcgcccagag ggtgtggacg gagcctgggg gccgtggact 1800 

ccatggggcg actgcagccg gacctgtggc ggcggcgtgt cctcttctag ccgtcactgc 18 60 

gacagcccca ggccaaccat cgggggcaag tactgtctgg gtgagagaag gcggcaccgc 1920 

tcctgcaaca cggatgactg tccccctggc tcccaggact tcagagaagt gcagtgttct 1980 

gaatttgaca gcatcccttt ccgtgggaaa ttctacaagt ggaaaacgta ccggggaggg 2040 

ggcgtgaagg cctgctcgct cacgtgccta gcggaaggct tcaacttcta cacggagagg 2100 

gcggcagccg tggtggacgg gacaccctgc cgtccagaca cggtggacat ttgcgtcagt 2160 

ggcgaatgca agcacgtggg ctgcgaccga gtcctgggct ccgacctgcg ggaggacaag 2220 

tgccgagtgt gtggcggtga cggcagtgcc tgcgagacca tcgagggcgt cttcagccca 2280 

gcctcacctg gggccgggta cgaggatgtc gtctggattc ccaaaggctc cgtccacatc 2340 



EXPRESS MAIL NaKHEB&fc 



ttcatccagg atctgaacct ctctctcagt 
ctgctgctgg aggggctgcc cgggaccccc 
acctttcaac tgcgacaggg gccagaccag 
aatgcatctc tcatcgtcat ggtgctggcc 
ttcaatgccc ccatcgcccg tgactcgctg 
accaagtgct cggcccagtg tgcaggcggt 
cagctggaca gctccgcggt cgccccccac 
aggcagcgcg cctgcaacac ggagccttgc 
ctctgcagcc gcagctgcga tgcaggcgtg 
gtctctgccg cggaggagaa ggcgctggac 
gtactggagg cctgccacgg ccccacttgc 
gagtgcaccc ccagctgcgg gccgggcctc 
gaccaccgcg ccacgctgcc cccggcgcac 
atgcgctgca acttgcgccg ctgccccccg 
tgctctgcac agtgcggcgt cgggcagcgg 
ggccaggcgt cgcacgagtg cacggaggcc 
gaggccaagt gcgacagccc aacccccggg 
aaggtcgcct actgccccct ggtgctcaaa 
cagatgtgct gcaaaacctg ccagggccac 
tggcggggtc tccgccgcca gccctgcagc 
gggaactggg agggaagggt gagacggagc 
gccctggctg ggaggatcca ccccaacctc 
tccaggccac cccctcatgg tgctacagac 
gaagccctac atcaataaag ttctgtcttg 



cacttggccc tgaagggaga ccaggagtcc 2400 
cagccccacc gtctgcctct agctgggacc 24 60 
gtccagagcc tcgaagccct gggaccgatt 2520 
cggaccgagc tgcctgccct ccgctaccgc 2580 
cccccctact cctggcacta tgcgccctgg 264 0 
agccaggtgc aggcggtgga gtgccgcaac 2700 
tactgcagtg cccacagcaa gctgcccaaa 2760 
cctccagact gggttgtagg gaactggtcg 2820 
cgcagccgct cggtcgtgtg ccagcgccgc 2880 
gacagcgcat gcccgcagcc gcgcccacct 2940 
cctccggagt gggcggccct cgactggtct 3000 
cgccaccgcg tggtcctttg caagagcgca 3060 
tgctcacccg ccgccaagcc accggccacc 3120 
gcccgctggg tggctggcga gtggggtgag 3180 
cagcgctcgg tgcgctgcac cagccacacg 3240 
ctgcggccgc cgactaccac gcagcagtgt 3300 
gacggccctg aagagtgcaa ggatgtgaac 3360 
tttcagttct gcagccgagc ctacttccgc 3420 
tagggggcgc gcggcacccg gagccacagc 34 80 
gggccggcca gagggggccc cggggggggc 3540 
cggaagttat ttattgggaa cccctgcagg 3600 
tgccctgccc gccccagggg caccccgaca 3660 
cctgccctgg ggcccacaca ctcctgccag 3720 
tgtagatttc taaaaaaaaa aaaaaa 3776 



<210> 2 
<211> 1104 
<212> PRT 

<213> amino acid/human 



<400> 2 

Met Ala Pro Ala 

1 

Gly Leu Met Phe 
20 

Leu Ser Ser Leu 
35 

His Asn Gly Ala 
50 

Arg Arg Gly Thr 
65 

Ala Ser Pro Ser 

Leu Leu Ala Gly 
100 

Ala Trp Gin Arg 
115 

Gin Gly Gin Ala 
130 



Cys Gin lie Leu 
5 

Glu Val Thr His 



Glu Ser Tyr Glu 
40 

Leu Leu Ala Phe 
55 

Gly Ala Thr Ala 
70 

Thr His Phe Leu 
85 

His Val Ser Val 



Ala Ala Arg Pro 
120 

Ser Thr Ser His 
135 



Arg Trp Ala Leu 
10 

Ala Phe Arg Ser 
25 

lie Ala Phe Pro 



Ser Pro Pro Pro 
60 

Glu Ser Arg Leu 

75 

Leu Asn Leu Thr 
90 

Glu Tyr Trp Thr 
105 

His Cys Leu Tyr 



Val Ala He Ser 
140 



Ala Leu Gly Leu 
15 

Gin Asp Glu Phe 
30 

Thr Arg Val Asp 
45 

Pro Arg Arg Gin 



Phe Tyr Lys Val 
80 

Arg Ser Ser Arg 
95 

Arg Glu Gly Leu 
110 

Ala Gly His Leu 
125 

Thr Cys Gly Gly 



Leu His Gly Leu He Val Ala Asp Glu Glu Glu Tyr Leu He Glu Pro 
145 150 155 160 



Leu His Gly Gly 



His Val Val Tyr 
180 

Ala Cys Gly Val 
195 

Leu Arg Thr Leu 
210 

Glu Arg Gly Gin 
225 

Val Glu Thr Leu 



Arg Arg Asp Val 
260 

Lys Leu Phe Gin 
275 

Thr Arg Leu lie 
290 

His His Ala Gly 
305 

He Val Asn His 



Ala Asn His Asp 
340 

Tyr Lys Asn Lys 
355 

Met Cys Glu Arg 
370 

Ala Thr Ala Phe 
385 

Asn His Asp Gly 



Ala Lys Leu Met 
420 

Trp Ser Ser Cys 
435 

Leu Gly Leu Cys 
450 

Pro Thr Val Ala 

465 



Pro Lys Gly Ser 

165 

Lys Arg Ser Ser 



Arg Asp Glu Lys 
200 

Lys Pro Pro Pro 
215 

Pro Gly Leu Lys 
230 



Val Val Ala Asp 
245 

Glu Gin Tyr Val 



Asp Ser Ser Leu 
280 

Leu Leu Thr Glu 
295 

Lys Ser Leu Asp 
310 

Ser Gly His Gly 
325 

Thr Ala Val Leu 



Pro Cys Gly Thr 
360 

Glu Arg Ser Cys 
375 

Thr He Ala His 
390 

Val Gly Asn Ser 
405 

Ala Ala His He 



Ser Arg Asp Tyr 
440 

Leu Asn Asn Arg 
455 

Pro Gly Gin Ala 
470 



Arg Ser Pro Glu 
170 

Leu Arg His Pro 
185 

Pro Trp Lys Gly 



Ala Arg Pro Leu 
220 

Arg Ser Val Ser 
235 



Lys Met Met Val 
250 

Leu Ala He Met 
265 

Gly Ser Thr Val 



Asp Gin Pro Thr 
300 

Ser Phe Cys Lys 
315 

Asn Ala He Pro 
330 



He Thr Arg Tyr 
345 

Leu Gly Leu Ala 



Ser Val Asn Glu 
380 

Glu He Gly His 
395 

Cys Gly Ala Arg 
410 

Thr Met Lys Thr 
425 

He Thr Ser Phe 



Pro Pro Arg Gin 
460 

Tyr Asp Ala Asp 
475 



Glu Ser Gly Pro 
175 

His Leu Asp Thr 
190 

Arg Pro Trp Trp 
205 

Gly Asn Glu Thr 



Arg Glu Arg Tyr 
240 

Ala Tyr His Gly 
255 

Asn He Val Ala 
270 



Asn He Leu Val 
285 

Leu Glu He Thr 



Trp Gin Lys Ser 
320 

Glu Asn Gly Val 
335 

Asp He Cys He 
350 

Pro Val Gly Gly 
365 

Asp He Gly Leu 



Thr Phe Gly Met 
400 

Gly Gin Asp Pro 
415 

Asn Pro Phe Val 
430 

Leu Asp Ser Gly 
445 

Asp Phe Val Tyr 



Glu Gin Cys Arg 
480 



Phe Gin His Gly 



Ser Glu Leu Trp 
500 

lie Pro Ala Ala 
515 

Gly Trp Cys Tyr 
530 

Gly Val Asp Gly 
545 

Arg Thr Cys Gly 



Pro Arg Pro Thr 
580 

His Arg Ser Cys 
595 

Arg Glu Val Gin 
610 

Phe Tyr Lys Trp 
625 

Leu Thr Cys Leu 



Ala Val Val Asp 
660 

Val Ser Gly Glu 
675 

Asp Leu Arg Glu 
690 

Cys Glu Thr lie 
705 

Tyr Glu Asp Val 



Gin Asp Leu Asn 
740 

Glu Ser Leu Leu 
755 

Leu Pro Leu Ala 
770 

Val Gin Ser Leu 
785 



Val Lys Ser Arg 
485 

Cys Leu Ser Lys 



Glu Gly Thr Leu 
520 

Lys Arg Val Cys 
535 

Ala Trp Gly Pro 
550 

Gly Gly Val Ser 
565 

lie Gly Gly Lys 



Asn Thr Asp Asp 
600 

Cys Ser Glu Phe 
615 

Lys Thr Tyr Arg 
630 

Ala Glu Gly Phe 
645 

Gly Thr Pro Cys 



Cys Lys His Val 
680 

Asp Lys Cys Arg 
695 

Glu Gly Val Phe 
710 

Val Trp lie Pro 
725 

Leu Ser Leu Ser 



Leu Glu Gly Leu 
760 

Gly Thr Thr Phe 
775 

Glu Ala Leu Gly 
790 



Gin Cys Lys Tyr 
490 

Ser Asn Arg Cys 
505 

Cys Gin Thr His 



Val Pro Phe Gly 
540 

Trp Thr Pro Trp 
555 

Ser Ser Ser Arg 
570 

Tyr Cys Leu Gly 
585 

Cys Pro Pro Gly 



Asp Ser lie Pro 
620 

Gly Gly Gly Val 
635 

Asn Phe Tyr Thr 
650 

Arg Pro Asp Thr 
665 

Gly Cys Asp Arg 



Val Cys Gly Gly 
700 

Ser Pro Ala Ser 
715 

Lys Gly Ser Val 
730 

His Leu Ala Leu 
745 

Pro Gly Thr Pro 



Gin Leu Arg Gin 
780 

Pro lie Asn Ala 
795 



Gly Glu Val Cys 
495 

lie Thr Asn Ser 
510 

Thr He Asp Lys 
525 

Ser Arg Pro Glu 



Gly Asp Cys Ser 
560 

His Cys Asp Ser 
575 

Glu Arg Arg Arg 
590 



Ser Gin Asp Phe 
605 

Phe Arg Gly Lys 



Lys Ala Cys Ser 
640 

Glu Arg Ala Ala 
655 

Val Asp He Cys 
670 

Val Leu Gly Ser 
685 

Asp Gly Ser Ala 



Pro Gly Ala Gly 
720 

His He Phe He 
735 

Lys Gly Asp Gin 
750 



Gin Pro His Arg 
765 

Gly Pro Asp Gin 



Ser Leu He Val 
800 



Met Val Leu Ala Arg Thr Glu Leu Pro Ala Leu Arg Tyr Arg Phe Asn 



805 810 815 

Ala Pro lie Ala Arg Asp Ser Leu Pro Pro Tyr Ser Trp His Tyr Ala 
820 825 830 

Pro Trp Thr Lys Cys Ser Ala Gin Cys Ala Gly Gly Ser Gin Val Gin 
835 840 845 

Ala Val Glu Cys Arg Asn Gin Leu Asp Ser Ser Ala Val Ala Pro His 
850 855 860 

Tyr Cys Ser Ala His Ser Lys Leu Pro Lys Arg Gin Arg Ala Cys Asn 
865 870 875 880 

Thr Glu Pro Cys Pro Pro Asp Trp Val Val Gly Asn Trp Ser Leu Cys 
885 890 895 

Ser Arg Ser Cys Asp Ala Gly Val Arg Ser Arg Ser Val Val Cys Gin 
900 905 910 

Arg Arg Val Ser Ala Ala Glu Glu Lys Ala Leu Asp Asp Ser Ala Cys 
915 920 925 

Pro Gin Pro Arg Pro Pro Val Leu Glu Ala Cys His Gly Pro Thr Cys 
930 935 940 

Pro Pro Glu Trp Ala Ala Leu Asp Trp Ser Glu Cys Thr Pro Ser Cys 
945 950 955 960 

Gly Pro Gly Leu Arg His Arg Val Val Leu Cys Lys Ser Ala Asp His 
965 970 975 

Arg Ala Thr Leu Pro Pro Ala His Cys Ser Pro Ala Ala Lys Pro Pro 
980 985 990 

Ala Thr Met Arg Cys Asn Leu Arg Arg Cys Pro Pro Ala Arg Trp Val 
995 1000 1005 

Ala Gly Glu Trp Gly Glu Cys Ser Ala Gin Cys Gly Val Gly Gin Arg 
1010 1015 1020 

Gin Arg Ser Val Arg Cys Thr Ser His Thr Gly Gin Ala Ser His Glu 
1025 1030 1035 1040 

Cys Thr Glu Ala Leu Arg Pro Pro Thr Thr Thr Gin Gin Cys Glu Ala 
1045 1050 1055 

Lys Cys Asp Ser Pro Thr Pro Gly Asp Gly Pro Glu Glu Cys Lys Asp 
1060 1065 1070 

Val Asn Lys Val Ala Tyr Cys Pro Leu Val Leu Lys Phe Gin Phe Cys 
1075 1080 1085 



Ser Arg Ala Tyr Phe Arg Gin Met Cys Cys Lys Thr Cys Gin Gly His 
1090 1095 1100 



<210> 3 



<211> 3414 
<212> DNA 

<213> nucleotide/mouse 



<400> 3 

gggaccagtg atgctgccca gactgtgaac aggggaggca gcactgtagg ggctgccagc 60 
agccggggct ggggagagac atgtggacac gtagccccta tggcttctgc ctgccagatc 120 
ctccgctggg cccttgccct ggggctgggc ctcacattca aggtcacgca tgccttcaga 180 
tctcaagatg agctcctgtc cagtttggag agctatgaga ttgccttccc aactcgagtg 240 
gaccacaacg gggcaatgct ggccttctct ccacctgcct tccggaggca gcgtcggggt 300 
gcaggggcta caactgagtc ccgcctattc tacaaggtgg ccgcacccag cactcacttc 360 
ctgctgaacc tgacccgcag cccccgtctc ctggcagggc acgtctcggt ggaatactgg 420 
acacgggaag gcctggcttg gcagagggct gcccgggccc actgcctata cgctggccac 480 
ctgcagggcc aggctggtag ctcccatgtg gccgtcagca cctgtggggg cctgcatggc 540 
ctgattgtgg cagatgatga agagtatctg attgaacccc tgcaaggtgg acccaaaggt 600 
caccgtggcc cagaagagag tggcccccat gtagtataca agcgttcctc tctgcgtcac 660 
ccccatctgg acacagcctg tggagtgaga gatgagaaac cgtggaaggg tcgtccatgg 720 
tggttacgta ccctgaagcc accacctgcc aggcccctgg ggaatgaatc tgagcgaggc 780 
cagctgggcc tgaagagatc agtcagcaga gagcgctatg tggagaccct ggtggtagcc 840 
gacaagatga tggtggccta ccatgggcgg agagatgtgg agcagtatgt gttggccatc 900 
atgaacattg ttgccaaact tttccaggac tcgagtctgg gaaacatcgt caacatcctg 960 
gtcactcgcc tcatcctgct cacagaggac cagcccaccc tggagatcac ccaccatgcc 1020 
gggaagtcac tggacagctt ctgtaagtgg cagaaatcca tcgtgagcca cagtggccat 1080 
ggcaacgcca tcccagagaa tggtgtggca aaccatgaca cagctgtgct catcacacgc 1140 
tatgacatct gcatctacaa gaacaaaccc tgcggcactc taggcctggc ccctgtgggt 1200 
ggaatgtgtg agcgtgagag gagctgcagt atcaatgaag atatcggcct ggccacggct 1260 
ttcaccattg cccatgagat cgggcacaca tttggcatga atcacgatgg cgtgggaaac 1320 
ggctgtgggg cccgtgggca ggacccagcg aagctcatgg ctgcccacat taccatgaag 1380 
actaatccat tcgtgtggtc atcgtgtagt cgagactaca tcaccagctt tctggactcg 1440 
ggcctggggc tttgcttgaa taaccggcct cctagacagg acttcgtgta cccaacggtg 1500 
gctcccggcc aggcctatga tgctgatgag cagtgccgat tccagcatgg agtcaaatcg 1560 
cgtcagtgta aatacgggga ggtctgcagt gaactgtggt gtctgagcaa gagcaatcgg 1620 
tgcatcacca atagcatccc agctgctgag ggaacactgt gccaaacaca cactatcgac 1680 
aaagggtggt gctacaaacg agtctgtgtc ccctttggct ctcggccaga gggtgtagac 1740 
ggggcctggg gcccttggac tccatggggt gactgcagca ggtcatgtgg cggtggtgtg 1800 
tcatcttcta gccgtcactg cgacagtccc aggccaacca ttgggggcaa gtactgtctg 18 60 
ggcgagagac gaaggcaccg gtcctgcaac accaatgact gtccacctgg ctcccaggac 1920 
ttcagagaaa tgcagtgctc tgaatttgac agtgtccctt tccgcggaaa attctacacg 1980 
tggaagacat accgaggagg gggtgtgaag gcctgttcgc tgacttgcct agcagaaggc 2040 
ttcaactttt atacggagcg agcagcagct gtggtggatg gaacaccctg ccgccctgac 2100 
acggtggaca tttgtgtcag cggcgagtgc aagcatgtag gctgtgacag ggtcctgggt 2160 
tctgatctcc gagaggacaa atgccgtgtg tgtgggggtg atggcagtgc ctgtgagacc 2220 
attgaaggtg tctttagccc agctttgcca ggaactgggt atgaggacgt cgtctggatc 2280 
cccaaaggct cggtccacat tttcatccaa gatctgaacc tgtccctgag tcacctggcc 2340 
ctaaaggggg accaagagtc tctgctactg gaggggctac ctgggacccc ccaacctcac 2400 
cgccttcccc tggctggaac cacatttcat ctacggcagg ggccggacca ggcacagagc 2460 
ctggaagccc tgggacccat taatgcatct ctcatcatca tggtgctggc ccaggcagag 2520 
ttgcctgctc tccactaccg cttcaatgca cccattgccc gggatgcact gcctccctac 2580 
tcctggcact atgccccctg gaccaaatgc tcagcccagt gtgcaggcgg cagccaggtc 2640 
caagtagtgg agtgccgaaa tcagctggac agctcagcag tggccccaca ctactgtagt 2700 
ggccacagta aattgcccaa gaggcagcgt gcctgcaaca cagaaccatg tccaccagat 2760 
tgggttgtag gaaactggtc acgctgcagc cgtagctgtg acgctggtgt gcgtagccgc 2820 
tcagtggtgt gccaacgccg ggtgtctgct gcagaggaaa aagccttaga cgacagtgcc 2880 
tgtccacagc cacgcccacc tgtgctggag gcctgccaag gcccaatgtg ccctcctgag 2940 
tgggcaaccc tcgactggtc tgagtgtacc ccaagctgtg ggcctggtct ccgccaccga 3000 
gtggtccttt gtaagagtgc agatcaacga tctactctgc cccctgggca ctgccttcct 3060 
gcagccaagc caccatctac tatgcgatgt aacttgcgcc gctgccctcc tgcccgctgg 3120 
gtgaccagtg agtggggtga gtgttccaca cagtgtggcc tcggccagca gcagcgcaca 3180 
gtgcgctgca ccagccacac cggccagcca tctcgagagt gcactgaagc cttgcggcca 3240 
tccaccatgc agcagtgtga ggccaagtgt gacagtgtgg tgccgcctgg agatggccca 3300 
gaagaatgca aggatgtgaa caaggtggct tactgccccc tggtgctcaa atttcagttc 3360 



tgtagccgag cctacttccg ccagatgtgc tgcaaaacct gccaaggccg ctag 3414 



<210> 4 
<211> 1104 
<212> PRT 

<213> amino acid/mouse 

<400> 4 

Met Ala Ser Ala Cys Gin lie Leu Arg Trp Ala Leu Ala Leu Gly Leu 
15 10 15 

Gly Leu Thr Phe Lys Val Thr His Ala Phe Arg Ser Gin Asp Glu Leu 
20 25 30 

Leu Ser Ser Leu Glu Ser Tyr Glu lie Ala Phe Pro Thr Arg Val Asp 
35 40 45 

His Asn Gly Ala Met Leu Ala Phe Ser Pro Pro Ala Phe Arg Arg Gin 
50 55 60 

Arg Arg Gly Ala Gly Ala Thr Thr Glu Ser Arg Leu Phe Tyr Lys Val 
65 70 75 80 

Ala Ala Pro Ser Thr His Phe Leu Leu Asn Leu Thr Arg Ser Pro Arg 
85 90 95 

Leu Leu Ala Gly His Val Ser Val Glu Tyr Trp Thr Arg Glu Gly Leu 
100 105 110 

Ala Trp Gin Arg Ala Ala Arg Ala His Cys Leu Tyr Ala Gly His Leu 
115 120 125 

Gin Gly Gin Ala Gly Ser Ser His Val Ala Val Ser Thr Cys Gly Gly 
130 135 140 

Leu His Gly Leu lie Val Ala Asp Asp Glu Glu Tyr Leu lie Glu Pro 
145 150 155 160 

Leu Gin Gly Gly Pro Lys Gly His Arg Gly Pro Glu Glu Ser Gly Pro 
165 170 175 

His Val Val Tyr Lys Arg Ser Ser Leu Arg His Pro His Leu Asp Thr 
180 185 190 

Ala Cys Gly Val Arg Asp Glu Lys Pro Trp Lys Gly Arg Pro Trp Trp 
195 200 205 

Leu Arg Thr Leu Lys Pro Pro Pro Ala Arg Pro Leu Gly Asn Glu Ser 
210 215 220 

Glu Arg Gly Gin Leu Gly Leu Lys Arg Ser Val Ser Arg Glu Arg Tyr 
225 230 235 240 

Val Glu Thr Leu Val Val Ala Asp Lys Met Met Val Ala Tyr His Gly 
245 250 255 

Arg Arg Asp Val Glu Gin Tyr Val Leu Ala He Met Asn He Val Ala 
260 265 270 



Lys Leu Phe Gin Asp Ser Ser Leu Gly Asn lie Val Asn He Leu Val 



275 



280 



285 



Thr Arg Leu lie 
290 

His His Ala Gly 

305 

lie Val Ser His 



Ala Asn His Asp 
340 

Tyr Lys Asn Lys 
355 

Met Cys Glu Arg 
370 

Ala Thr Ala Phe 
385 

Asn His Asp Gly 



Ala Lys Leu Met 
420 

Trp Ser Ser Cys 
435 

Leu Gly Leu Cys 
450 

Pro Thr Val Ala 
465 

Phe Gin His Gly 



Ser Glu Leu Trp 
500 

He Pro Ala Ala 
515 

Gly Trp Cys Tyr 
530 

Gly Val Asp Gly 
545 

Arg Ser Cys Gly 



Pro Arg Pro Thr 
580 

His Arg Ser Cys 
595 



Leu Leu Thr Glu 
295 

Lys Ser Leu Asp 
310 



Ser Gly His Gly 
325 

Thr Ala Val Leu 



Pro Cys Gly Thr 
360 

Glu Arg Ser Cys 
375 

Thr He Ala His 
390 

Val Gly Asn Gly 
405 

Ala Ala His He 



Ser Arg Asp Tyr 
440 

Leu Asn Asn Arg 
455 

Pro Gly Gin Ala 
470 

Val Lys Ser Arg 
485 

Cys Leu Ser Lys 



Glu Gly Thr Leu 
520 

Lys Arg Val Cys 
535 

Ala Trp Gly Pro 
550 

Gly Gly Val Ser 
565 

He Gly Gly Lys 



Asn Thr Asn Asp 
600 



Asp Gin Pro Thr 
300 

Ser Phe Cys Lys 
315 

Asn Ala He Pro 
330 



He Thr Arg Tyr 
345 

Leu Gly Leu Ala 



Ser He Asn Glu 
380 

Glu He Gly His 
395 

Cys Gly Ala Arg 
410 

Thr Met Lys Thr 
425 

He Thr Ser Phe 



Pro Pro Arg Gin 
460 

Tyr Asp Ala Asp 
475 

Gin Cys Lys Tyr 
490 

Ser Asn Arg Cys 

505 

Cys Gin Thr His 



Val Pro Phe Gly 
540 

Trp Thr Pro Trp 
555 

Ser Ser Ser Arg 
570 

Tyr Cys Leu Gly 
585 

Cys Pro Pro Gly 



Leu Glu He Thr 



Trp Gin Lys Ser 
320 

Glu Asn Gly Val 
335 

Asp lie Cys He 
350 



Pro Val Gly Gly 
365 

Asp He Gly Leu 



Thr Phe Gly Met 
400 

Gly Gin Asp Pro 
415 

Asn Pro Phe Val 
430 

Leu Asp Ser Gly 
445 

Asp Phe Val Tyr 



Glu Gin Cys Arg 
480 

Gly Glu Val Cys 
495 

He Thr Asn Ser 
510 

Thr He Asp Lys 
525 

Ser Arg Pro Glu 



Gly Asp Cys Ser 
560 

His Cys Asp Ser 
575 

Glu Arg Arg Arg 
590 

Ser Gin Asp Phe 
605 



Arg Glu Met Gin 
610 

Phe Tyr Thr Trp 
625 

Leu Thr Cys Leu 



Ala Val Val Asp 
660 

Val Ser Gly Glu 
675 

Asp Leu Arg Glu 
690 

Cys Glu Thr He 
705 

Tyr Glu Asp Val 



Gin Asp Leu Asn 
740 

Glu Ser Leu Leu 
755 

Leu Pro Leu Ala 
770 

Ala Gin Ser Leu 
785 

Met Val Leu Ala 



Ala Pro He Ala 
820 

Pro Trp Thr Lys 
835 

Val Val Glu Cys 
850 

Tyr Cys Ser Gly 
865 

Thr Glu Pro Cys 



Ser Arg Ser Cys 
900 

Arg Arg Val Ser 
915 



Cys Ser Glu Phe 
615 

Lys Thr Tyr Arg 
630 

Ala Glu Gly Phe 
645 

Gly Thr Pro Cys 



Cys Lys His Val 
680 

Asp Lys Cys Arg 
695 

Glu Gly Val Phe 
710 

Val Trp He Pro 
725 

Leu Ser Leu Ser 



Leu Glu Gly Leu 
760 

Gly Thr Thr Phe 
775 

Glu Ala Leu Gly 
790 

Gin Ala Glu Leu 
805 

Arg Asp Ala Leu 



Cys Ser Ala Gin 
840 

Arg Asn Gin Leu 
855 

His Ser Lys Leu 
870 

Pro Pro Asp Trp 
885 

Asp Ala Gly Val 



Ala Ala Glu Glu 
920 



Asp Ser Val Pro 
620 

Gly Gly Gly Val 
635 

Asn Phe Tyr Thr 
650 

Arg Pro Asp Thr 
665 

Gly Cys Asp Arg 



Val Cys Gly Gly 
700 

Ser Pro Ala Leu 
715 

Lys Gly Ser Val 
730 

His Leu Ala Leu 
745 

Pro Gly Thr Pro 



His Leu Arg Gin 
780 

Pro He Asn Ala 
795 

Pro Ala Leu His 
810 

Pro Pro Tyr Ser 
825 

Cys Ala Gly Gly 



Asp Ser Ser Ala 
860 

Pro Lys Arg Gin 
875 

Val Val Gly Asn 
890 

Arg Ser Arg Ser 
905 

Lys Ala Leu Asp 



Phe Arg Gly Lys 



Lys Ala Cys Ser 
640 

Glu Arg Ala Ala 
655 

Val Asp He Cys 
670 

Val Leu Gly Ser 
685 

Asp Gly Ser Ala 



Pro Gly Thr Gly 

720 

His He Phe He 
735 

Lys Gly Asp Gin 
750 

Gin Pro His Arg 
765 

Gly Pro Asp Gin 



Ser Leu He He 
800 

Tyr Arg Phe Asn 
815 

Trp His Tyr Ala 
830 

Ser Gin Val Gin 
845 

Val Ala Pro His 



Arg Ala Cys Asn 
880 

Trp Ser Arg Cys 
895 

Val Val Cys Gin 
910 

Asp Ser Ala Cys 
925 



Pro Gin Pro Arg Pro Pro Val Leu Glu Ala Cys Gin Gly Pro Met Cys 
930 935 940 



Pro Pro Glu Trp Ala Thr Leu Asp Trp Ser Glu Cys Thr Pro Ser Cys 

945 950 955 960 

Gly Pro Gly Leu Arg His Arg Val Val Leu Cys Lys Ser Ala Asp Gin 

965 970 975 

Arg Ser Thr Leu Pro Pro Gly His Cys Leu Pro Ala Ala Lys Pro Pro 

980 985 990 



Ser Thr Met Arg Cys Asn Leu Arg Arg Cys Pro Pro Ala Arg Trp Val 
995 1000 1005 

Thr Ser Glu Trp Gly Glu Cys Ser Thr Gin Cys Gly Leu Gly Gin Gin 
1010 1015 1020 

Gin Arg Thr Val Arg Cys Thr Ser His Thr Gly Gin Pro Ser Arg Glu 
1025 1030 1035 1040 

Cys Thr Glu Ala Leu Arg Pro Ser Thr Met Gin Gin Cys Glu Ala Lys 
1045 1050 1055 

Cys Asp Ser Val Val Pro Pro Gly Asp Gly Pro Glu Glu Cys Lys Asp 
1060 1065 1070 

Val Asn Lys Val Ala Tyr Cys Pro Leu Val Leu Lys Phe Gin Phe Cys 
1075 1080 1085 

Ser Arg Ala Tyr Phe Arg Gin Met Cys Cys Lys Thr Cys Gin Gly Arg 
1090 1095 1100 



<210> 5 
<211> 18 
<212> DNA 

<213> both nucleotide/human 
<400> 5 

gacatctgca tctacaag 18 



<210> 6 
<211> 20 
<212> DNA 

<213> both nucleotide/human 
<400> 6 

gaatgggttg gtcttcatgg 20 



<210> 7 
<211> 1674 
<212> DNA 

<213> nucleotide/human 



<400> 7 



gtgaacaggg gaggcggcac tgtgggggct gccggcagcc ggggctgggg agagacatgt 60 
ggacacgtgg cctctatggc tcccgcctgc cagatcctcc gctgggccct cgccctgggg 120 
ctgggcctca tgttcgaggt cacgcacgcc ttccggtctc aagatgagtt cctgtccagt 180 
ctggagagct atgagatcgc cttccccacc cgcgtggacc acaacggggc actgctggcc 240 
ttctcgccac ctcctccccg gaggcagcgc cgcggcacgg gggccacagc cgagtcccgc 300 
ctcttctaca aagtggcctc gcccagcacc cacttcctgc tgaacctgac ccgcagctcc 360 
cgtctactgg cagggcacgt ctccgtggag tactggacac gggagggcct ggcctggcag 420 
agggcggccc ggccccactg cctctacgct ggtcacctgc agggccaggc cagcacctcc 480 
catgtggcca tcagcacctg tggaggcctg cacggcctga tcgtggcaga cgaggaagag 540 
tacctgattg agcccctgca cggtgggccc aagggttctc ggagcccgga ggaaagtgga 600 
ccacatgtgg tgtacaagcg ttcctctctg cgtcaccccc acctggacac agcctgtgga 660 
gtgagagatg agaaaccgtg gaaagggcgg ccatggtggc tgcggacctt gaagccaccg 720 
cctgccaggc ccctggggaa tgaaacagag cgtggccagc caggcctgaa gcgatcggtc 780 
agccgagagc gctacgtgga gaccctggtg gtggctgaca agatgatggt ggcctatcac 840 
gggcgccggg atgtggagca gtatgtcctg gccatcatga acattgttgc caaacttttc 900 
caggactcga gtctgggaag caccgttaac atcctcgtaa ctcgcctcat cctgctcacg 960 
gaggaccagc ccactctgga gatcacccac catgccggga agtccctgga cagcttctgt 1020 
aagtggcaga aatccatcgt gaaccacagc ggccatggca atgccattcc agagaacggt 1080 
gtggctaacc atgacacagc agtgctcatc acacgctatg acatctgcat ctacaagaac 1140 
aaaccctgcg gcacactagg cctggccccg gtgggcggaa tgtgtgagcg cgagagaagc 1200 
tgcagcgtca atgaggacat tggcctggcc acagcgttca ccattgccca cgagatcggg 1260 
cacacattcg gcatgaacca tgacggcgtg ggaaacagct gtggggcccg tggtcaggac 1320 
ccagccaagc tcatggctgc ccacattacc atgaagacca acccattcgt gtggtcatcc 1380 
tgcagccgtg actacatcac cagctttcta gactcgggcc tggggctctg cctgaacaac 1440 
cggcccccca gacaggactt tgtgtacccg acagtggcac cgggccaagc ctacgatgca 1500 
gatgagcaat gccgctttca gcatggagtc aaatcgcgtc agtgtaaata cggggtagag 1560 
agagtcttcc tgctttcctt cctgggaggg gagggggccg ctggggctgg gggagggaac 1620 
tccaccaggg cacccacctg ggaagtgagg gggtgggaga accgggaagg gggg 1674 



<210> 8 
<211> 533 
<212> PRT 

<213> amino acid/human 
<400> 8 

Met Ala Pro Ala Cys Gin lie Leu Arg Trp Ala Leu Ala Leu Gly Leu 
15 10 15 

Gly Leu Met Phe Glu Val Thr His Ala Phe Arg Ser Gin Asp Glu Phe 
20 25 30 

Leu Ser Ser Leu Glu Ser Tyr Glu lie Ala Phe Pro Thr Arg Val Asp 
35 40 45 

His Asn Gly Ala Leu Leu Ala Phe Ser Pro Pro Pro Pro Arg Arg Gin 
50 55 60 

Arg Arg Gly Thr Gly Ala Thr Ala Glu Ser Arg Leu Phe Tyr Lys Val 
65 70 75 80 

Ala Ser Pro Ser Thr His Phe Leu Leu Asn Leu Thr Arg Ser Ser Arg 
85 90 95 

Leu Leu Ala Gly His Val Ser Val Glu Tyr Trp Thr Arg Glu Gly Leu 
100 105 110 

Ala Trp Gin Arg Ala Ala Arg Pro His Cys Leu Tyr Ala Gly His Leu 
115 120 125 



Gin Gly Gin Ala Ser Thr Ser His Val Ala He Ser Thr Cys Gly Gly 



130 



135 



140 



Leu His Gly Leu 
145 

Leu His Gly Gly 



His Val Val Tyr 
180 

Ala Cys Gly Val 
195 

Leu Arg Thr Leu 
210 

Glu Arg Gly Gin 
225 

Val Glu Thr Leu 



Arg Arg Asp Val 
260 

Lys Leu Phe Gin 
275 

Thr Arg Leu lie 
290 

His His Ala Gly 
305 

lie Val Asn His 



Ala Asn His Asp 
340 



Tyr Lys Asn Lys 
355 

Met Cys Glu Arg 
370 

Ala Thr Ala Phe 
385 

Asn His Asp Gly 



Ala Lys Leu Met 
420 

Trp Ser Ser Cys 
435 

Leu Gly Leu Cys 
450 



He Val Ala Asp 
150 

Pro Lys Gly Ser 
165 

Lys Arg Ser Ser 



Arg Asp Glu Lys 
200 

Lys Pro Pro Pro 
215 

Pro Gly Leu Lys 
230 

Val Val Ala Asp 
245 

Glu Gin Tyr Val 



Asp Ser Ser Leu 
280 

Leu Leu Thr Glu 
295 

Lys Ser Leu Asp 
310 

Ser Gly His Gly 
325 

Thr Ala Val Leu 



Pro Cys Gly Thr 
360 



Glu Arg Ser Cys 
375 

Thr He Ala His 
390 

Val Gly Asn Ser 
405 

Ala Ala His He 



Ser Arg Asp Tyr 
440 

Leu Asn Asn Arg 
455 



Glu Glu Glu Tyr 
155 

Arg Ser Pro Glu 
170 

Leu Arg His Pro 

185 

Pro Trp Lys Gly 



Ala Arg Pro Leu 
220 

Arg Ser Val Ser 
235 

Lys Met Met Val 
250 

Leu Ala He Met 
265 

Gly Ser Thr Val 



Asp Gin Pro Thr 
300 

Ser Phe Cys Lys 
315 

Asn Ala He Pro 
330 

He Thr Arg Tyr 
345 

Leu Gly Leu Ala 



Ser Val Asn Glu 
380 

Glu He Gly His 
395 

Cys Gly Ala Arg 
410 

Thr Met Lys Thr 
425 

He Thr Ser Phe 



Pro Pro Arg Gin 
460 



Leu He Glu Pro 
160 

Glu Ser Gly Pro 
175 

His Leu Asp Thr 
190 

Arg Pro Trp Trp 
205 

Gly Asn Glu Thr 



Arg Glu Arg Tyr 
240 

Ala Tyr His Gly 
255 

Asn He Val Ala 
270 

Asn He Leu Val 
285 

Leu Glu lie Thr 



Trp Gin Lys Ser 
320 

Glu Asn Gly Val 
335 

Asp He Cys He 
350 

Pro Val Gly Gly 
365 

Asp lie Gly Leu 



Thr Phe Gly Met 
400 

Gly Gin Asp Pro 
415 

Asn Pro Phe Val 
430 

Leu Asp Ser Gly 
445 

Asp Phe Val Tyr 



Pro Thr Val Ala 
465 

Phe Gin His Gly 



Val Phe Leu Leu 
500 



Gly Gly Asn Ser 
515 



Asn Arg Glu Gly 
530 



Pro Gly Gin Ala 
470 

Val Lys Ser Arg 

485 

Ser Phe Leu Gly 



Thr Arg Ala Pro 
520 

Gly 



Tyr Asp Ala Asp 
475 

Gin Cys Lys Tyr 
490 

Gly Glu Gly Ala 
505 

Thr Trp Glu Val 



Glu Gin Cys Arg 
480 

Gly Val Glu Arg 
495 

Ala Gly Ala Gly 
510 

Arg Gly Trp Glu 
525 



<210> 9 
<211> 558 
<212> PRT 

<213> amino acid/human 
<400> 9 

Val Asn Arg Gly Gly Gly Thr Val Gly Ala Ala Gly Ser Arg Gly Trp 
15 10 15 

Gly Glu Thr Cys Gly His Val Ala Ser Met Ala Pro Ala Cys Gin He 
20 25 30 

Leu Arg Trp Ala Leu Ala Leu Gly Leu Gly Leu Met Phe Glu Val Thr 
35 40 45 

His Ala Phe Arg Ser Gin Asp Glu Phe Leu Ser Ser Leu Glu Ser Tyr 
50 55 60 

Glu He Ala Phe Pro Thr Arg Val Asp His Asn Gly Ala Leu Leu Ala 
65 70 75 80 

Phe Ser Pro Pro Pro Pro Arg Arg Gin Arg Arg Gly Thr Gly Ala Thr 
85 90 95 

Ala Glu Ser Arg Leu Phe Tyr Lys Val Ala Ser Pro Ser Thr His Phe 
100 105 110 

Leu Leu Asn Leu Thr Arg Ser Ser Arg Leu Leu Ala Gly His Val Ser 
115 120 125 

Val Glu Tyr Trp Thr Arg Glu Gly Leu Ala Trp Gin Arg Ala Ala Arg 
130 135 140 

Pro His Cys Leu Tyr Ala Gly His Leu Gin Gly Gin Ala Ser Thr Ser 
145 150 155 160 

His Val Ala He Ser Thr Cys Gly Gly Leu His Gly Leu He Val Ala 
165 170 175 

Asp Glu Glu Glu Tyr Leu He Glu Pro Leu His Gly Gly Pro Lys Gly 
180 185 190 

Ser Arg Ser Pro Glu Glu Ser Gly Pro His Val Val Tyr Lys Arg Ser 



195 



200 



205 



Ser Leu Arg His 
210 

Lys Pro Trp Lys 
225 

Pro Ala Arg Pro 



Lys Arg Ser Val 
260 

Asp Lys Met Met 
275 

Val Leu Ala lie 
290 

Leu Gly Ser Thr 
305 

Glu Asp Gin Pro 



Asp Ser Phe Cys 
340 

Gly Asn Ala lie 
355 

Leu lie Thr Arg 
370 

Thr Leu Gly Leu 
385 

Cys Ser Val Asn 



His Glu lie Gly 
420 

Ser Cys Gly Ala 
435 

lie Thr Met Lys 
450 

Tyr lie Thr Ser 
465 

Arg Pro Pro Arg 



Ala Tyr Asp Ala 
500 

Arg Gin Cys Lys 
515 



Pro His Leu Asp 
215 

Gly Arg Pro Trp 
230 

Leu Gly Asn Glu 
245 

Ser Arg Glu Arg 



Val Ala Tyr His 
280 

Met Asn lie Val 
295 

Val Asn He Leu 
310 

Thr Leu Glu He 
325 

Lys Trp Gin Lys 



Pro Glu Asn Gly 
360 

Tyr Asp lie Cys 
375 

Ala Pro Val Gly 
390 

Glu Asp He Gly 
405 

His Thr Phe Gly 



Arg Gly Gin Asp 
440 

Thr Asn Pro Phe 
455 

Phe Leu Asp Ser 
470 

Gin Asp Phe Val 
485 

Asp Glu Gin Cys 



Tyr Gly Val Glu 
520 



Thr Ala Cys Gly 
220 

Trp Leu Arg Thr 
235 

Thr Glu Arg Gly 
250 

Tyr Val Glu Thr 
265 

Gly Arg Arg Asp 



Ala Lys Leu Phe 
300 

Val Thr Arg Leu 
315 

Thr His His Ala 
330 

Ser He Val Asn 
345 

Val Ala Asn His 



He Tyr Lys Asn 
380 

Gly Met Cys Glu 
395 

Leu Ala Thr Ala 
410 

Met Asn His Asp 
425 

Pro Ala Lys Leu 



Val Trp Ser Ser 
460 

Gly Leu Gly Leu 
475 

Tyr Pro Thr Val 
490 

Arg Phe Gin His 
505 

Arg Val Phe Leu 



Val Arg Asp Glu 



Leu Lys Pro Pro 
240 

Gin Pro Gly Leu 
255 

Leu Val Val Ala 
270 

Val Glu Gin Tyr 
285 

Gin Asp Ser Ser 



He Leu Leu Thr 
320 

Gly Lys Ser Leu 
335 

His Ser Gly His 
350 

Asp Thr Ala Val 
365 

Lys Pro Cys Gly 



Arg Glu Arg Ser 
400 

Phe Thr He Ala 
415 

Gly Val Gly Asn 
430 

Met Ala Ala His 
445 

Cys Ser Arg Asp 



Cys Leu Asn Asn 
480 

Ala Pro Gly Gin 
495 

Gly Val Lys Ser 
510 

Leu Ser Phe Leu 
525 



Gly Gly Glu Gly Ala Ala Gly Ala Gly Gly Gly Asn Ser Thr Arg Ala 
530 535 540 

Pro Thr Trp Glu Val Arg Gly Trp Glu Asn Arg Glu Gly Gly 
545 550 555 



